Supplemental Figure S1 . Genomic positions of tRNA (red), 5S rRNA (green) genes and COC loci (blue). Schematic diagrams of S. pombe chromosomes are shown on top of the physical maps. The positions of the genomic loci (yellow rectangles) investigated by FISH analysis are shown at the bottom. Figure S2 . Localization of Pol III factors. (A) Localization of Sfc6 (TFIIIC) and Sfc2 (TFIIIA) in the nucleus. Localizations of Sfc6-Myc and Sfc2-Myc (green) are shown at top and bottom panels, respectively. Localization of Nop1 (red) is shown as nucleolar marker. Nucleoplasm was visualized by DAPI staining (blue). (B) Sfc6 (TFIIIC) and Sfc2 (TFIIIA) signals overlap. Sfc6-Myc (green) and Sfc2-Flag (red) were immunostained and merged with DAPI signals (blue). Arrowhead indicates the position at which Sfc6-Myc and Sfc2-Flag signals overlap. (C) Binding of Pol III factors to 5S rRNA genes. ChIP was performed using strains expressing Sfc6-TAP (TFIIIC), Brf1-TAP (TFIIIB), or Rpc25-TAP (Pol III). DNA isolated from ChIP or whole-cell extract (WCE) fractions was subjected to multiplex PCR to amplify DNA fragments from 5S rRNA genes (upper bands) as well as act1 fragment (bottom bands) as an internal amplification control. Quantitative measurements of Sfc6-TAP, Brf1-TAP, and Rpc25-TAP proteins at the 5S rRNA genes were carried out as described in Figure 1D .
Supplemental
. Pol III gene loci primarily localize near centromeres. (A) Frequent localization of the genomic loci containing Pol III genes near centromeres. The six genomic loci were individually visualized using FISH probes specific to the cosmid clones (c110, c887, c343, c27D7, c354, and c10H11) and merged with the signal of centromeres. The chromosomal positions of the cosmids are shown in Supplemental Figure S1 . The c110 and c887 loci do not contain any Pol III genes, while the remaining four cosmid loci consist of one or two Pol III genes as annotated beneath the name of the cosmid clone. The distance was measured between two focal centers corresponding to the genomic locus and centromeres. The percentages of cells in which the respective genomic loci and centromeres were positioned within less than 0.3 m were plotted in the histogram. (B) Primary localization of Pol III gene locus near centromeres. The Pol III gene loci (c417 and c354), the non-Pol III gene locus (c162) and centromeres were visualized by FISH. The quantitative measurements of distances between two genomic loci, and their plotting in the histogram, were carried out as described in Figure 2D . The colocalization between the c417 and c354 loci was very infrequent, similar to the pattern between the c162 and c354 loci. These two co-localization patterns are not significantly different (P=0.74, Mann-Whitney U test). Figure S4 . Condensin localizes to Pol III genes. (A) Localization of condensin subunit (Cut3) at the c417 locus. A physical map of the c417 locus is shown on top. ORFs (open boxes); tRNA genes (red vertical lines); 5S rRNA genes (green vertical lines). ChIP was performed using strains expressing Cut3-Myc. DNA isolated from ChIP or whole-cell extract (WCE) fractions was subjected to multiplex PCR to amplify DNA fragments from the c417 locus as well as a leu1 control fragment as an internal amplification control. Nine primer pairs shown beneath the physical map were used to amplify the DNA fragments from the c417 locus. Fission yeast cells from asynchronous and synchronous cultures were subjected to ChIP experiment. Asynchronous culture generally contains approximately 75% of cells in G2 phase. For synchronous culture, mitotic cells were enriched, as previously described (Petersen and Hagan, 2003) , which provides about 70% of cells in M phase. In brief, cells were arrested in early S phase by culturing in YEA containing 11 mM HU, released by further culturing without HU, and then re-arrested by adding 25 µg/ml Carbendazim (CBZ). ChIP experiments were repeated at least three times, and the average levels 

